Key indicators: single-crystal X-ray study; T = 153 K; mean (C-C) = 0.003 Å; R factor = 0.042; wR factor = 0.091; data-to-parameter ratio = 9.8.
In the title compound, C 18 H 24 N 4 OÁH 2 O, the piperizine ring adopts a chair conformation and the dihedral angle between the phenyl and pyridine rings is 39.9 (3) . The comformations of the attachment of the anisole and N-ethylpyridin-2-amine groups to the piperazine ring are +antiperiplanar. An intramolecular C-HÁ Á ÁO interaction occurs. In the crystal, the water molecule links the molecules into chains through O-HÁ Á ÁN hydrogen bonds. Weak N-HÁ Á ÁO, C-HÁ Á ÁN and C-HÁ Á ÁO interactions further stabilize the crystal structure.
Related literature
For the use of the title compound in the synthesis of receptor imaging agents, see: Lebars et al. (1998); Zhuang et al. (1994) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). (Table 1) .
The title compound was synthesized according to the method reported in the literature (Zhuang et al., 1994) and crystallized from a mixed solvent composed of acetone and water (1:1); colorless block-shaped crystals were obtained after several days.
Refinement
An absolute structure could not be determined dfue to lack of sufficient dispersion effects. Therefore, Friedel pairs (1894) were merged. Positional parameters of all the H atoms bonded to C atoms were calculated geometrically and were allowed to ride on the C atoms to which they were bonded, with C-H distances of 0.95Å (CH), 0.98Å (CH 3 ) or 0.99Å (CH 2 ), and with U iso (H) = 1.2U eq of the parent atoms. The H-atoms bonded to N and O atoms were taken from a difference map and were allowed to refine freely. Figures   Fig. 1 . A view of the title compound with the atomic numbering scheme. Displacement ellipsoids were drawn at the 50% probability level. Geometric parameters (Å, °) 
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